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Actin filament structure 
Regulation; Tropomyosin shift; Myosin cross-bridge mecha- 
nism; Time-resolved X-ray diffraction (Squire, J.M. (50) 87) 

Achifia dcliciosa 
Biological tissue; Kiwifruit; Magnetic resonance imaging; 
NMR image contrast; Sfachys sylonlica (Callaghan, P.T. (50) 

225) 

Active site 
Computer simulation; Cyclic perturbation; Thermodynamic 
integration; Free energy difference; Stereomers; Enzyme-in- 
hibitor interaction (Ghosh, I. (50) 237) 

Assrecan 
Hyaluronate; Link protein; Electron microscopy; Cartilage; 
Swarm rat chondrosarcoma (Miirgelin, M. (50) 113) 

Aliphatic hydrocarbons 
Aromatic hydrocarbons; Hydration; Hydrophobicity; Energet- 
its; Hydrogen banding (Makhatadze, G.I. (50) 285) 

Archaerhodopsins 
Bacterial rhodopsins; Bacteriorhodopsin; Cruxrhodopsins; 
Chimeric pumps; Halobacteria classification (Mukohata, Y. 
(SO) 191) 

Aromatic hydrocarbons 
Aliphatic hydrocarbons; Hydration; Hydrophobicity; Energet- 
its; Hydrogen bonding (Makhatadze, G.I. (50) 285) 

Ascorbate oxidase 
Azurin; Pathway calculation; Pulse radiolysis (Farver, 0. (SO) 
203) 

A?xrln 
Ascorbate oxidase; Pathway calculation; Pulse radiolysis 
(Farmer, 0. (50) 203) 

fi /a-barrel 
De MUO design; Protein engineering; Molten globule (Tanaka, 
T. (SO) 47) 

Bacterial rbodopslns 
Bacteriorhodopsin; Arcbaerhodopsins; Cruxrhodopsins; Chi- 

merit pumps; Halobacteria classification (Mukohata, Y. (50) 
191) 

Bacterlorhodapsin 
Bacterial rhodopsins; Archaerhodopsins; Cruxrhodopsins; 
Chimeric pumps; Halobacteria classification (Mukohata, Y. 
(50) 191) 

Base-pair stacking 
X-ray diffraction; DNA double helix; Sequence-dependent 
conformation; Crystal packing (Heinemann, U. (50) 157) 

Base sequence effects 
DNA; Molecular modelling; Energy mapping; Conformational 
transitions; Molecular recognition (Lavery, R. (SO) 33) 

Binding interaction model of insulin with its receptor 
Structure and function of insulin (Liang, D. (SO) 63) 

Biological tissue 
Actinidiu deliciosa; Kiwifruit; Magnetic resonance imaging; 
NMR image contrast; Stachys ~lua#icu (Callaghan, P.T. (50) 

22.5) 

Ca’+ binding domain 
Intramolecular signaling; Ca2+ transport; SERCA ATPases; 
Thapsigargin; Linked functions (Inesi, G. (SO) 129) 

Cartilage 
Aggrecan; Hyaluronate; Link protein; Electron microscopy; 
Swarm rat chondrosarcoma (Miirgelin, M. (SO) 113) 

CaZ + transport 
Intramolecular signaling; SERCA ATPases; Thapsigargin; 
Ca2+ binding domain; Linked functions (Inesi, G. (50) 129) 

Cell surface 
Desmosomal transmembrane core; Intercellular junctions; 
Desmoplakin (Kowalczyk, A.P. (50) 97) 

chaos 
Diagnosis and therapy of chaos; Kinds of chaos control; 
Networks and chaos; Dechaotization; Small scale chaos 
(Labos, E. (50) 217) 
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Cbimeric pumps Desmoplakln 
Bacterial rhodopsins; Bacteriorhodopsin; Archaerhodopsins; 
Cruxrhodopsins; Halobacteria classification (Mukohata, Y. 
(50) 191) 

Desmosomal transmembrane core; Intercellular junctions; Cell 
surface (KowaIczyk, A.P. (50) 97) 

Circular diebroism 
Phycocyanin; Thermal unfolding; Differential scanning calo- 
rimetty; Visible absorption spectrophotometry (Chen, C.-H. 
(50) 313) 

Desmosomal transmembrane core 
Intercellular junctions; Cell surface; Desmoplakin (Kowalc- 
zyk, A.P. (50) 97) 

Color vision 
Rhodopsin; Iodopsin; Cone pigments; Oil droplet; Evolution 
of visual pigments (Yoshizawa, T. (SO) 17) 

Diagnosis and therapy of chaos 
Chaos; Kinds of chaos control; Networks and chaos; Dechao- 
tization; Small scale chaos (Labos, E. (50) 217) 

Computer simulation 
Cyclic perturbation; Thermodynamic integration; Free energy 
difference; Stereomers; Active site; Enzyme-inhibitor interac- 
tion (Ghosh, 1. (50) 237) 

Differential scanning calorimetry 
Phycocyanin; Thermal unfolding; Visible absorption spec- 
trophotometry; Circular dichroism (C&en, C.-H. (50) 313) 

Difhslon 

Potassium; Inward Rectification; Na/K-pump; Membrane po- 
tential; Ouabain (Siegenbeek van Heukelom, J. (50) 345) 

Membranes; Lipid mixtures; Phase separation; Percolation; 
Reaction yields (Vaz, W.L.C. (50) 139) 

DNA 

Cone pigments 
Rhodopsin; Ioclopsin; Oil droplet; Evolution of visual pig- 
ments; Color vision (Yoshizawa, T. (50) 17) 

Base sequence effects; Molecular modelling; Energy mapping; 
Conformational transitions; Molecular recognition (Lavery, R. 
(50) 33) 

Conformational transitions 
DNA, Base sequence effects; Molecular modelling; Energy 
mapping; Molecular recognition (Iavery, R. (SO) 33) 

DNA binding motif 
Nucleoprotein complex; Super&led DNA; Initiation of DNA 
replication; Phage 029 (Hermoso, J.M. (50) 183) 

Connectin DNA double helix 
Titin; Elastic protein; Striated muscle (Maruyama, K. (SO) 73) X-ray diffraction; Sequence-dependent conformation; Crystal 

packing; Base-pair stacking (Heinemann, U. (50) 157) 
Cruxrhodopsins 
Bacterial rhodopsins; Bacteriorhodopsin; Archaerhodopsins; 
Chimeric pumps; Halobacteria classification (Mukohata, Y. 
(50) 191) 

DNA intercalation 
Time-resolved fluorescence; Ethidium bromide; Fluorescence 
quenching (Heller, D.P. (50) 305) 

C~stallographic refinement 
Normal modes; Protein dynamics; Temperature factor; Hu- 
man lysozyme (Kidera, A. (50) 25) 

DNA topoisomerase I 

Crystal packing 

DNA topology; Promoter activation; in uitro and in uiuo 
nucleosomes; Rotational and translational information (Negri, 
R. (50) 169) 

X-ray diffraction; DNA double helix; Sequence-dependent 
conformation; Base-pair stacking (Heinemann, U. (50) 157) 

DNA topology 

Cyctic perturbation 
Computer simulation; Thermodynamic integration; Free en- 
ergy difference; Stereomers; Active site; Enzyme-inhibitor 
interaction (Ghosh, I. (50) 237) 

DNA topoisomerase I; Promoter activation; in uitro and in 
uivo nucleosomes; Rotational and translational information 
(Negri, R. (50) 169) 

Elastic protein 
Connectin; Titin; Striated muscle (Maruyama, K (50) 73) 

Decbaotization 
Chaos; Diagnosis and therapy of chaos; Kinds of chaos con- 
trol; Networks and chaos; Small scale chaos (Labos, E. (50) 
217) 

Electron microscopy 
Aggrecan; Hyaluronate; Link protein; Cartilage; Swarm rat 
chondrosarcoma (Miirgelin, M. (50) 113) 

De MVQ desip 
p/a-barrel; Protein engineering; Molten globule (Tanaka, T. 
60) 47) 

Electrophoretic mobility 
Human erythrocytes; Surface charge distribution (Nakano, Y. 
(50) 249) 
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El~statics Human Iysozyme 
Superhelical DNA; Monte Carlo simulations; Simulated an- 
nealing (Fenley, M.O. (501255) 

Normal modes; Crystallographic refinement; Protein dynam- 
ics; Temperature factor (Kidera, A. (50) 25) 

Energetics HyaIurouate 
Aliphatic hydrocarbons; Aromatic hydrocarbons; Hydration; 
Hydrophobic@; Hydrogen bonding (Makhatadze, G.I. (501 
285) 

Aggrecan; Link protein; Electron microscopy; Cartilage; 
Swarm rat chondrosarcoma (Miirgelin, M. (50) 113) 

Hydration 
Energy mapping 
DNA; Base sequence effects; Molecular modelling; Confor- 
mational transitions; Molecular recognition (Lavery, R. (SO) 
33) 

Aliphatic hydrocarbons; Aromatic hydrocarbons; Hydropho- 
bicity; Energetics; Hydrogen bonding (Makhatadze, G.I. (50) 
285) 

Hydrngen bonding 
Enzyme-inhibitur interaction 
Computer simulation; Cyclic perturbation; Thermodynamic 
integration; Free energy difference; Stereomers; Active site 
(Ghosh, I. (SO) 237) 

Aliphatic hydrocarbons; Aromatic hydrocarbons; Hydration; 
Hydrophobic&y; Energetics (Makhatadze, G.I. (50) 285) 

Hydruphobicity 

Ethldium bromide 
Aliphatic hydrocarbons; Aromatic hydrocarbons; Hydration; 
Energetica; Hydrogen bonding (Makhatadze, G.I. (50) 285) 

Time-resolved fluorescence: DNA intercalation; Fluorescence 
quenching (Heller, D.P. (50) 305) 

Evolution of visual pigments 
Rhodopsin; Iodopsin; Cone pigments; Oil droplet; Color vl- 
sion Closhizawa, T. (501 17) 

Initiation of DNA replication 
Nucleoprotein complex; DNA binding motif; Supercoiled 
DNA, Phage 029 (Hermoso, J.M. (50) 183) 

IntereeBular junctions 

Fluidity 
Desmosomal transmembrane core; Cell surface; Desmoplakm 
(Kowalczyk, A.P. (50) 97) 

Phospholipid; Molecular species (Farkas, T. (50) 147) 
lntramelecular signaling 

Fluoreseenee probes 
Photoacoustics; Nonradiative decays; Fluorescence quenching 
(Viappiani, C. (50) 293) 

Ca2+ transport; SERCA ATPases; Thapsigargin; Ca2+ bind- 
ing domain; Linked functions (Inesi, G. (50) 129) 

Fluorescence queucht 
Photoacoustics; Nonradiative decays; Fluorescence probes 
(Viappiani, C. (SO) 293) 

in via0 and in viva nucleusemes 
DNA topoisomerase I; DNA topology; Promoter activation; 
Rotational and translational information (Negri, R. (50) 169) 

Inward Rectitkation 
Time-resolved fluorescence; Ethidium bromide; DNA interca- 
lation (Heller, D.P. (SO) 305) 

Computer simulation; Potassium; Na/K-pump; Membrane 
potential; Ouabain (Siegenbeek van Heukelom, J. (501345) 

Pree energy dlerence Iodopsin 
Computer simulation; Cyclic perturbation; Thermodynamic 
integration; Stereomers; Active site; Enzyme-inhibitor inter- 
action (Ghosh, I. (50) 237) 

Rhodopsin; Cone pigments; Oil droplet; Evolution of visual 
pigments; Color vision (Yoshizawa, T. (SO) 17) 

Kinds of chaos control 
Haknnx&z murkmortui 
Ribosomes; X-ray crystallography; Ribonucleoprotein com- 
plexes (Evers, U. (50) 3) 

Chaos; Diagnosis and therapy of chaos; Networks and chaos; 
Dechaotization; Small scale chaos (Labos, E. (50) 217) 

Ktwtfklltt 
Halobacteria clsssifeation 
Bacterial rhodopsins; Bacteriorhodopsin; Archaerhodopsins; 
Cruxrhodopsins; Chimeric pumps (Mukohata, Y. (50) 191) 

Actinidia deliciosu; Biological tissue; Magnetic resonance 
imaging; NMR image contrast; Skrchys syhtica (Callaghan, 
P.T. (50) 225) 

Human erythrocytes 
Electrophoretic mobility; Surface charge distribution (Nakano, 
Y. (50) 249) 

Linked functions 
Intramolecular signaling; CaZt transport; SERCA ATPases; 
Thapsigargin; CaZC binding domain (Inesi, G. (50) 129) 
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Link jmtein Na/K-pump 
Aggrecan; Hyaluronate; Electron microscopy; Cartilage; 
Swarm rat chondrosarcoma (M8rgelin, M. (50) 113) 

Computer simulation; Potassium; Inward Rectification; Mem- 
brane potential; Ouabain (Siegenbeek van Heukelom, J. (50) 
345) 

Lipid mixtures 
Membranes; Phase separation; Diffusion; Percolation; Reac- 
tion yields (Vaz, W.L.C. (50) 139) 

Networks and chaos 
Chaos; Diagnosis and therapy of chaos; Kinds of chaos con- 
trol; Dechaotiiation; Small scale chaos (L&s, E. (SO) 217) 

Magnetic resonance imaging 
Actinidia deliciosa; Biological tissue; Kiwifruit; NMR image 
contrast; Stachys sylvaticu (Callaghan, P.T. (50) 225) 

NMR image contrast 
Actinidia deli&so; Biological tissue; Kiwifruit; Magnetic reso- 
nance imaging; Stachys syluatica (Callaghan, P.T. (SO) 225) 

Membrane potential 
Computer simulation; Potassium; Inward Rectification; 
Na/K-pump; Ouabain (Siegenbeek van Heukelom, J. (50) 
345) 

Nonradiative decays 
Photoacoustics; Fluorescence quenching; Fluorescence probes 
(Viappiani, C. (50) 293) 

Membranes Normal modes 

Lipid mixtures; Phase separation; Diffusion; Percolation; Re- 
action yields (Vaz, W.L.C. (50) 139) 

Crystallographic refinement: Protein dynamics; Temperature 
factor; Human lysoxyme (Kidera, A. (50) 25) 

Molecular dynamics Nucleoprotein complex 

Triple helix; Oligonucleotides; Triplet database; Molecular 
modeling; Molecular mechanics (Piriou, J.M. (50) 323) 

DNA binding motif; Supercoiled DNA, Initiation of DNA 
replication; Phage 029 (Hermoso, J.M. (50) 183) 

Molecular meebanics 
Oil droplet 

Triple helix; Oligonucleotides; Triplet database; Molecular 
modeling; Molecular dynamics (Piriou, J.M. (50) 323) 

Rhodopsin; lodopsin; Cone pigments; Evolution of visual 
pigments; Color vision (Yoshizawa, T. (50) 17) 

Molecular modeling 
Oligonncleotides 

Triple helix, Oligonucleotides; Triplet database; Molecular 
mechanics; Molecular dynamics (Piriou, J.M. (50) 323) 

Triple helix; Triplet database; Molecular modeling; Molecular 
mechanics; Molecular dynamics (Piriou, J.M. (50) 323) 

Molecular modelling 
Ouabain 

DNA, Base sequence effects; Energy mapping; Conforma- 
tional transitions; Molecular recognition (Lavery, R. (50) 33) 

Computer simulation; Potassium; Inward Rectification; 
Na/K-pump; Membrane potential (Siegenbeek van Heuke- 
lom, J. (50) 345) 

Molecular recognition 
DNA, Base sequence effects; Molecular modelling; Energy 
mapping; Conformational transitions (Lavery, R. (SO) 33) 

Pathway calculation 
Ascorbate oxidase; Axurin; Pulse radiolysis (Farver, 0. (50) 
203) 

Molecular species Percolation 
Phospholipid; Fluidity (Farkas, T. (50) 147) Membranes; Lipid mixtures; Phase separation; Diffusion; Re- 

action yields (Vaz, W.L.C. (50) 139) 
Molten globule 
De nouo design; p/a-barrel; Protein engineering (Tanaka, T. 
(50) 47) 

Phage 029 
Nucleoprotein complex; DNA binding motif; Supercoiled 
DNA, Initiation of DNA replication (Hermoso, J.M. (50) 183) 

Monte Carlo simulations 
Superhelical DNA, Electrostatics; Simulated annealing (Fen- 
ley, M.O. (50) 255) 

Phase separattoo 
Membranes; Lipid mixtures; DiOirsion; Percolation; Reaction 
yields Waz, W.L.C. (50) 139) 

Myosbs cmsa-bridge mechanism 
Actin filament structure; Regulation; Tropomyosin shift; 
Time-resolved X-ray diffraction (Squire, J.M. (50) 87) 

Phoaphotipid 
Molecular species; Fluidity (Farkas, T. (SO) 147) 
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Photoacoustics 
Nonradiative decays; Fluorescence quenching; Fluorescence 
probes (Viappiani, C. (50) 293) 

Sequence-dependent conformation 
X-ray diffraction; DNA double helix; Crystal packing; Base- 
pair stacking (Heinemann, U. (50) 157) 

Phycocyanin SERCA ATPases 

Thermal unfolding; Differential scanning calorimetry; Visible 
absorption spectrophotometry; Circular dichroism (Chen, 
C-H. (50) 313) 

Intramolecular signaling; Ca2+ transport; Thapsigargin; Ca2 + 
binding domain; Linked functions (Inesi, G. (50) 129) 

Simulated annealing 

Potassium 
Computer simulation; Inward Rectification; Na/K-pump; 
Membrane potential; Ouabain (Siegenbeek van Heukelom, J. 
(50) 345) 

Superhelical DNA; Electrostatics; Monte Carlo simulations 
(Fenley, M.O. (50) 255) 

Small scale chaos 

Promoter activation 

Chaos; Diagnosis and therapy of chaos; Kinds of chaos con- 
trol; Networks and chaos; Dechaotization (Labos, E. (50) 217) 

DNA topnisomerase I; DNA topology; in vitro and in uiuo 
nucleosomes; Rotational and translational information (Negri, 
R. (50) 169) 

Stachys ~rivatica 

Protein dynamics 

Actinidia dekciosa; Biological tissue; Kiwifruit; Magnetic reso- 
nance imaging; NMR image contrast (Callaghan, P.T. (50) 
225) 

Normal modes; Crystallographic refinement; Temperature 
factor; Human lysozyme (Kidera, A. (50) 25) Stereomers 

Protein engineering 
De nova design; P/a-barrel; Molten globule (Tanaka, T. (50) 
47) 

Computer simulation; Cyclic perturbation; Thermodynamic 
integration; Free energy difference; Active site; Enzyme-in- 
hibitor interaction (Ghosh, I. (50) 237) 

Striated muscle 

Pulse radiolysis 
Connectin; Titin; Elastic protein (Maruyama, K. (50) 73) 

Ascorbate axidase; Azurin; Pathway calculation (Farmer, 0. 
(50) 203) 

Reaction yields 

Structure and lbction of insulin 
Binding interaction model of insulin with its receptor (Liang, 
D. (50) 63) 

Membranes; Lipid mixtures; Phase separation; Diffusion; Per- 
colation (Vaz, W.L.C. (50) 139) 

Supercuiled DNA 

Regulation 

Nucleoprotein complex; DNA binding motif; Initiation of 
DNA replication; Phage 029 (Hermoso, J.M. (50) 183) 

Actin filament structure; Tropomyosin shift; Myosin cross- 
bridge mechanism; Time-resolved X-ray diffraction (Squire, 
J.M. (50) 87) 

Superhelical DNA 
Electrostatics; Monte Carlo simulations; Simulated annealing 
(Fenley, M.O. (50) 255) 

Rhodopsin 
Iodopsin; Cone pigments; Oil droplet; Evolution of visual 
pigments: Color vision (Yoshlzawa, T. (50) 17) 

Surface charge distribution 
Electrophoretic mobility; Human erythrocytes (Nakano, Y. 
(50) 249) 

Ribonucleoprotein complexes Swarm rat cbundrosarcoma 
Haloarcula marismortui; Ribosomes; X-ray crystallography 
(Even, U. (50) 3) 

Aggrecan; Hyaluronate; Link protein; Electron microscopy: 
Cartilage (Miirgelin, M. (SO) 113) 

Ribosomes Temperature factor 
Halourcula mariwwrtui; X-ray crystallography; Ribonucleo- 
protein complexes (Evers, U. (50) 3) 

Normal modes; Crystallographic refinement; Protein dynam- 
ics; Human lysozyrne (Kidera, A. (50) 25) 

Rotational and translational information 
DNA topoisomerase I; DNA topology, Promoter activation; 
in oitro and in uiuo nucleosomes (Negri, R. (50) 169) 

Thapsigargin 
Intramolecular signaling; Ca*+ transport; SERCA ATPases; 
Ca2+ binding domain; Linked functions (Inesi, G. (50) 129) 
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Phycocyanin; Differential scanning calorimetry; Visible ab- 
sorption spectrophotometry; Circular dichroism When, C-H. 
(50) 313) 

Thermal nnfoldmg Triplet database 
Triple helix, Oligonucleotides; Molecular modeling; Molecu- 
lar mechanics; Molecular dynamics (Piriou, J.M. (50) 323) 

Thermodynamic integration 
Computer simulation; Cyclic perturbation; Free energy ditfer- 
ence; Stereomers; Active site; Enzyme-inhibitor interaction 
(Ghosh, I. (SO) 237) 

Tropemyosin shifl 
Actin filament structure; Regulation; Myosin cross-bridge 
mechanism; Time-resolved X-ray diffraction (Squire, J.M. (SO) 
87) 

Time-resolved ffuerescence 
Ethidium bromide; DNA intercalation; Fluorescence quench- 
ing (Heller, D.P. (50) 305) 

Time-resahwf X-ray dfffractien 
Actin filament structure; Regulation; Tropomyosin shift; 
Myosin cross-bridge mechanism (Squire, J.M. (SO) 87) 

Visible absorption spectropbotometry 
Phycocyanin; Thermal unfolding; Differential scanning calo- 
rimetry; Circular dichroism (Chen, C.-H. (SO) 313) 

x-ray clystauography 

Tftfn 
Connectin; Elastic protein; Striated muscle (Maruyama, K. 
(50) 73) 

Haloarculo matimortui; Ribosomes; Ribonucleoprotein com- 
plexes @em, U. (50) 3) 

Triple helix 
X-ray diffraction 

Oligonucleotides; Triplet database; Molecular modeling; 
Molecular mechanics; Molecular dynamics (Piriou, J.M. (50) 
323) 

DNA double helix, Sequence-dependent conformation; Crys- 
tal packing; Base-pair stacking (Hememann, U. (SO) 157) 


